Isolation of alternative oxidase (AOX) gene sequences of
CHAIR Hypericum perforatum L. reveals intron polymorphism

ABSTRACT

MATERIAL AND METHODS

RESULTS

Intron lenght polymorphisms (ILPs)

In two genomic AOX1 sequences, showing total homology between
corresponding exons, ILPs were found in introns 1 and 2
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L RAPD fingerprint analyses identified three different subspecies genotypes among six plants from
different H. perforatum accessions.

All six plants of the wild H. perforatum accessions demonstrated identical ILPs (AOX1)

CONCLUSIONS
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